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O61ecTBO ¢ OrPaAaHUYEHHOH OTBETCTBEHHOCTDIO

Hay4no - nponsBogcreennas
Poccus, 630559, Hosocubupckasn obacrp,

p.n. Koabnoso,
ITouToBsIii axpec: 630559, HoBocubupckas o61acte
Tenedon / paxc: (383) 336-7 1-32, 336-52-65, 325

(383) 336-52-72 — Gyxraarepus

HAYYHO-IIPOU3BOACTBECHHAA 30HA,

¢upma «HccaenoBareaneknii LEeHTpP»
HosocuGupckuii paiion,

Kkopmryc 200, oduc 426
» p-i. Kosibnioso, a/s 247

-30-73 — otTxen npogax,

9
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P By P B La hois

ToproBoe HaumeHoBanme JeKka
MHH: Vetom 2.

Homep PY: 21.20.23.190-041-23609643.

Beinyck no TY: 35-3-5.12-0602NeIIBP-1-2.6/01746.

@opma BhINycKa: MOPOIIOK, GaHka II9T, macca HetTo 0,5 XT.
Homep cepun: 180620.

O0bem cepun, npenssisnsiemoii Ha uenbITanms: 1259 LT,
MecTo otGopa: 1[[1D.

KauecrBennoe YAOCTOBEepeHHEe Ha JIeKapCTBeHHBIM npemnapar
AL BETEPHHAPHOT O IPUMEeHeHusT Berom 2
Ne 920 or 22 uronst 2020 r.

. JlaTa ot6opa: 18.06.2020.
0. laTa noctynaenns B MJIBTK: 18.06.2020.

11. KontmyecTBo mocTynuBimx 00pa3uoB: 2 Ganku X 0,5 Kr.
12. Kem oTo6pana npo6a: maGopaut O.B. Turosa.

13. U3Beenne ot: 18.06.2020.

PCTBEHHOI0 CPEACTBA /sl BETEPMHAPHOI0 NPHMeHeHus1: BeToMm 2.

Ne HammeHoBanue nokasatess Hopma mo HT]T PesynbTaT ucneITanmit
n/m
1 BHewmunit Bun MenkoaucnepcHslii moponrok Gesoro CootsercTByeT
1BeTa
2 3anax, BKyc bes 3amaxa, ciagkoro Bkyca CootBeTcTBYET
3 PacTBopuMoCTE, MHH Pactsopuma B Boze, momyckaeTcs CootsercTByeT
HanaHe ocanka 6esoro nseta. Bpems
pactBopeHus — 10,0 mun
4 Bonopoanslii nokazartens 7,0+1,0 6,8
5 Ioreps B Macce npu
BBICYINIMBAaHUH, %, He Ooliee 6,0 5,8
6 AHTaroHuCTHYECKast aKTUBHOCTD K
TECT-KYJbTypaM (30Ha YTHETEHH
pocta), MM, He MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 [MopnmuuuOCTEL INpenapaT momkeH copepxath
mraMMsl O6akrepuii Bacillus CootBercTByer
amyloliquefaciens BKIIM B-10642 u
Bacillus amyloliquefaciens BKITM B-
10643
8 Muxkpo6uonoruyeckas yncTora,
Haluuue:
Enterobacteriaceae; He nonmyckaercs CootBercTByET
Pseudomonas aeruginosa; He nomyckaetcs CootBeTcTBYET
Staphylococcus aureus; He pomyckaercs CootBercTByeT
MOCTOPOHHUX MUKPOOPTaHHU3MOB,
B T.4. TprOOB, THIC/T He Gosee 300,0 CooTBeTcTBYET

JlekapcTBeHHbIi Mpenapar Ui BETEPMHAPHOTO MPUMEHEHHs Berom 2, cepus 180620, B mOTpeOHUTENBCKOM YIAKOBKE
Ganka I19T 0,5 kr, coorBerctByer TpeGomammam TY 21.20.23.190-041-23609643 u MoeT 6bITh BBINTYILIIEH B

3as. WJIBTK

(/M AA. Tlemsx

rpaXk IaHCKUH O60p0T B CONPOBOXACHNH 3aKIKOYEHUSA }/HOHHO;OZQGHHOFO Jna.

JupekTop

AU. Jlenax




